GC-MS analysis of SCFAs
The MS acquisition was carried out in single ion monitoring (SIM) recording the characteristic ions of monitored SCFAs ( Table 2 ).The quantitative SCFAs' evaluation was carried out by ratios between the area abundances of the analyses with the area abundances of respective labeled internal standards (isotopic dilution method). The ionic signals and the reference internal standard, used for the quantitation of each SCFA,were reported in Table 2 .3 mL of pre-fermented medium sample was added of 50μL of ISTDs mixture, 1 mL of tert-butyl methyl ether and 50 µL of 1 M HCl solution in 15 mL centrifuge tube. Then, each tube was shaken in vortex apparatus for 2 minutes, centrifuged at 10000 rpm for 5 minutes, and finally the solvent layer was transferred in auto sampler vial and analyzed by GC-MS method. Each sample has been prepared and processed, by the previously described method , three times. The results did not shown any accumulation in GO/G1, S or G2/M phases induced by bacterial metabolites (Figure 1 ).However, in according to the previous MTT assay (see the manuscript), we noted a trend to decreasing G0/G1 and increasing S phases, mainly with the metabolites of the EFH03 strain, which goes. Of note, we have documented that EFH03 was the most effectiveness strain on decreasing the cancer cell proliferation. 
